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A Developing a multi-omic toolbox for personalised medicine
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Stewardship & Hult-omic Quality Assessment Quality
Integration technologies AEEEiSP?E”t = Established cohort of 1,109 healthy
(WP2) - - (WP1) I =) . | |
| Data Curation Data Variability . individuals in Czechia upon whom
N A AN / N J genomic sequencing has been already
performed.
' * Biological material and specific consent
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f b ndust are already available to the EATRIS-Plus
Academia Consensus nausry
| | workshops ) consortium for performing omic studies.
= Creation an open repository of reference
Open Access ' open Access values (age and gender stratified),
accessible to the research community as
Multi-Omic Toolbox part of the multi-omic toolbox and
. SDF’E | | . Analytical tools meant to grow with additional multi-omic
+ Guidelines for best practices » Criteria for reference values data.
* Reference materials « Troubleshooting guidelines
»  Quality parameters + Repository of multi-omic data
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= Genome Sequencing

Online training (e-courses, webinars) " Epigenomic DNA methylation by

» Addressing current challenges in translational medicine and personalised healthcare Whole Genome Bisulfite Sequencing
> Targeted to junior and senior researchers and SMEs as well as patient experts .

5 J P P (WGBS) and/or DNA methylation
» Free of charge
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Yearly EATRIS Summer School (5-days)

> First edition: June 14-18th 2021, virtual
» Aimed at academics, health care professionals and industry participants = MicroRNA sequencing

= Transcriptomic RNA Sequencing

Workshops Best Practices in Public-Private Collaboration " Proteomic analysis

» Two-day workshop delivered in September 2021 and 2022 = Metabolomic analysis
» Plenary lectures

. . = Data preprocessing analysis
> Team exercises on real-life cases Prep g y
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